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FIG. 4A 

GAP of: FrGcgManager_7 6_IOA81nWg_ check: 5132 from: 1 to: 1983 
Fbhl8903FL - Import - vector trimmed 

to: FrGcgManager_7 6_JOA3WXZl_ check: 1319 from: 1 to: 2456 
z34105 in Patent Nucleotide 

Symbol comparison table: /ddm_local/gcg/gcg_9 . 1/ 
1/gcgcore/ data/ rundata/nwsgapdna . cmp 
CompCheck: 8 7 60 



Gap Weight: 
Length Weight: 



12 
4 



Average Match: 10.000 
Average Mismatch: 0.000 



Quality: 13796 Length: 2746 

Ratio: 6.957 Gaps: 14 

Percent Similarity: 92.617 Percent Identity: 92.617 

Match display thresholds for the alignment ( s ) : 
| = IDENTITY 
: = 5 
. = 1 

FrGcgManager_7 6_IOA81nWg_ x FrGcgManager_7 6_J0A3WXZ1 



COE-2 1 CCT 3 

Z34105 101 CATTTCGCCTTGCTGACGGCGTCGAGCCCTGGCCAGACATGTCCACAGGG 150 
4 TTAGCCAATTCGGCCGAGGCCTCCCGCCCCAGTA . CTTGCTGGCAGGGAT 52 

II II I III I I II III I Ml Mil 

151 TTCTCCTTCGGGTCCGGGACTCTGGGCTCCACCACCGTGGCCGCCGGCGG 2 00 
53 TAAGAGCAGA . TAAAAGTGTGCTCACACACTGTAGACACGGCTACCATGC 101 

I Ml I Ml III I I IN Ml II I 

201 GACCAGCACAGGCGGCGTTTTCTCCTTCGGAACGGGAACGTCTAGCAACC 250 
102 CATC CACAGTGTTGCCATCCACAGTGTTGCCATCACTCCTGC. 143 

I II I II I III I I I II MM II 

251 CTTCTGTGGGGCTCAATTTTGGAAATCTTGGAAGTACTTCAACTCCAGCA 300 



144 . CCACAGCAGGAGCT . . GGCTGGAGCATGAGGTGGATTCTGTG . . CTGGA 188 

MM I I II Ml II II Ml II I 

301 ACTACATCTGCTCCTTCAAGTGGTTTTGGAACCGGGCTCTTTGGATCTAA 350 
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FIG. 4B 



189 GCCTCACCCT. . . CTGCCTGATGGCGCAGACGGCCTTGGGTGCCTTGCAC 235 

III I II I II II I I II M INI UM 

351 ACCTGCCACTGGGTTCACTCTAGGAGGA . ACAAATACAGGTGCCTTGCAC 399 
23 6 ACCAAGAGGCCTCAAGTGGTCACCAAATATGGAACCCTGCAAGGAAAACA 2 85 

MIM II III Mill MINIUM MIM INN MINIUM MM 

400 ACCAAGAGGCCTCAAGTGGTCACCAAATATGGAACCCTGCAAGGAAAACA 44 9 
28 6 GATGCATGTGGGGAAGACACCCATCCAAGTCTTTTTAGGAGTCCCCTTCT 335 

I INN II III II IN 1 1 III II II I INN INI Mill Mill I II II 

4 50 GATGCATGTGGGGAAGACACCCATCCAAGTCTTTTTAGGAGTCCCCTTCT 4 99 
336 CCAGACCTCCTCTAGGTATCCTCAGGTTTGCACCTCCAGAACCCCCGGAG 38 5 

1 1 1 1 M 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 M 1 : 1 1 1 1 1 1 : 1 1 i 1 1 1 1 II 

500 CCAGACCTCCTCTAGGTATCCTCAGGTTTGCACCTCCAGAACCCCCGGAG 54 9 
38 6 CCCTGGAAAGGAATCAGAGATGCTACCACCTACCCGCCTG 425 

1 1 1 1 1 M 1 1 1 1 1 1 M 1 1 1 1 1 1 1 M M 1 1 M M I h I 1 1 M 

550 CCCTGGAAAGGAATCAGAGATGCTACCACCTACCCGCCTGGATGGAGTCT 5 99 



42 6 GGTGCCTGCAGGAGTCCTGGGGCCAGCTGGCCTCGATGTA 4 65 

llllll INN 1 1 Ml II ININI II I III II III INI 

7 00 TGGGGCTACAGGTGCCTGCAGGAGTCCTGGGGCCAGCTGGCCTCGATGTA 74 9 
4 66 CGTCAGCACGCGGGAACGGTACAAGTGGCTGCGCTTCAGCGAGGACTGTC 515 

IIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIMI 

7 50 CGTCAGCACGCGGGAACGGTACAAGTGGCTGCGCTTCAGCGAGGACTGTC 7 99 
516 TGTACCTGAACGTGTACGCGCCGGCGCGCGCGCCCGGGGATCCCCAGCTG 565 

INI 1 1 1 III II IN III II II IN 1 1 IN Mill Mill 1 1 III MM 

800 TGTACCTGAACGTGTACGCGCCGGCGCGCGCGCCCSGGGATCCCCAGCTG 84 9 
566 CCAGTGATGGTCTGGTTCCCGGGAGGCGCCTTCATCGTGGGCGCTGCTTC 615 

IMIII Mill Mill II III I Mil 1 1 III Mill MIlTl I II I MM 

850 CCAGTGATGGTCTGGTTCCCGGGAGGCGCCTTCATCGTGGGCGCTGCTTC 8 99 
616 TTCGTACGAGGGCTCTGACTTGGCCGCCCGCGAGAAAGTGGTGCTGGTGT 665 

1 1 E 1 1 1 1 1 1 1 1 1 1 1 ! 1 1 f 1 1 1 1 1 1 L 1 E I ( 1 1 ] 1 1 1 1 1 1 J 1 1 1 1 1 1 1 1 1 1 1 

900 TTCGTACGAGGGCTCTGACTTGGCCGCCCGCGAGAAAGTGGTGCTGGTGT 94 9 
666 TTCTGCAGCACAGGCTCGGCATCTTCGGCTTCCTGAGCACGGACGACAGC 715 

Mill 1 1! Ml I III! I IN 1 1 1 M I II IU N i "MM Mill! 1 1 1! 

950 TTCTGCAGCACAGGCTCGGCATCTTCGGCTTCCTGAGCACGGACGACAGC 999 
716 CACGCGCGCGGGAACTGGGGGCTGCTGGACCAGATGGCGGCTCTGCGCTG 7 65 
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FIG. 4C 

7 66 GGTGCAGGAGAACATCGCAGCCTTCGGGGGAGACCCAGGAAATGTGACCC 815 

MM I Mill MM I Mill Mill MM 1 1 1 II 1 1 [ M 1 1 MM M M 

1050 GGTGCAGGAGAACATCGCAGCCTTCGGGGGAGACCCAGGAAATGTGACCC 10 99 
816 TGTTCGGCCAGTCGGCGGGGGCCATGAGCATCTCAGGACTGATGATGTCA 8 65 

M 1 1 1 M M 1 1 1 1 1 1 I M I II II I M 1 1 1 1 1 M II 1 1 1 1 1 1 1 II I II M I 

1100 TGTTCGGCCAGTCGGCGGGGGCCATGAGCATCTCAGGACTGATGATGTCA 114 9 

8 66 CCCCTAGCCTCGGGTCTCTTCCATCGGGCCATTTCCCAGAGTGGCACCGC 915 

I MM 1 1 1 III MM I MM I MM 1 1 MM Mill MM I MM I MM 

1150 CCCCTAGCCTCGGGTCTCTTCCATCGGGCCATTTCCCAGAGTGGCACCGC 1199 
916 GTTATTCAGACTTTTCATCACTAGTAACCCACTGAAAGTGGCCAAGAAGG 965 

M M 1 1 II II I M 1 1 1 II 1 1 1 II II 1 1 1 1 1 1 1 1 1 1 II II 1 1 II 1 1 M 1 1 1 

12 0 0 GTTATTCAGACTTTTCATCACTAGTAACCCACTGAAAGTGGCCAAGAAGG 12 4 9 
966 TTGCCCACCTGGCTGGATGCAACCACAACAGCACACAGATCCTGGTAAAC 1015 

MMIIIMM Mill Mill Mill Mill MIMMMI M MIIIMI 

1250 TTGCCCACCTGGCTGGATGCAACCACAACAGCACACAGATCCTGGTAAAC 12 9 9 
1016 T G C C T GAGGGC ACT AT C AGGGAC CAAGGT GAT GCGTGTGTC C AAC AAGAT 10 65 

M M II 1 1 M I II 1 1 1 1 II 1 1 1 1 M II 1 1 1 1 1 1 M II M I M II 1 1 II I 

13 00 TGCCTGAGGGCACTATCAGGGACCAAGGTGATGCGTGTGTCCAACAAGAT 134 9 
1066 GAG AT T C C T CC AAC T GAAC T T C C AG AGAGAC C C G G AAG AG AT TAT C T GGT 1115 

MUM MM! MM I Mill MM I MM I Ml, Mill II MM M II 

135 0 GAGATTCCTCCAACTGAACTTCCAGAGAGACCCGGAAGAGATTATCTGGT 1399 
1116 CCATGAGCCCTGTGGTGGATGGTGTGGTGATCCCAGATGACCCTTTGGTG 1165 

I Mill 1 1 III Mill 1 1 III Mill MM I MM I IMIIIMM MM 

14 0 0 CCATGAGCCCTGTGGTGGATGGTGTGGTGATCCCAGATGACCCTTTGGTG 14 4 9 
1166 CTCCTGACCCAGGGGAAGGTTTCATCTGTGCCCTACCTTCTAGGTGTCAA 1215 

i m 1 1 1 1 1 1 1 m [ r m i f i I'll lint unit n run itiiiiiih 

1450 CTCCTGACCCAGGGGAAGGTTTCATCTGTGCCCTACCTTCTAGGTGTCAA 1499 
1216 CAACCTGGAATTCAATTGGCTCTTGCCTTATATCATGAAGTTCCCGCTAA 12 65 

I MM I IIMIMIMIIMI MM MUM 

1500 CAACCTGGAATTCAATTGGCTCTTGCCTTAT 1530 



1316 CGCACCCTGTTGAATATGACCAAGGAGCAGGTACCACTTGTGGTGGAGGA 1365 

IIIMIIIIIIIIIIIIIIMIIIIIIIIMIMIMI 

1531 AATATCACCAAGGAGCAGGTACCACTTGTGGTCGAGGA 1568 

13 66 GTACCTGGACAATGTCAATGAGCATGACTGGAAGATGCTACGAAACCGTA 1415 
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FIG. 4D 



1416 TGATGGACATAGTTCAAGATGCCACTTTCGTGTATGCCACACTGCAGACT 14 65 

I INI I Mill Mil I MM I II II 1 1 1 II 1 1 1 II ! 1 1 II 1 1 i Ml M II 

1619 TGATGGACATAGTTCAAGATGCCACTTTCGTGTATGCCACACTGCAGACT 1668 

14 66 GCTCACTACCACCGAGATGCCGGCCTCCCTGTCTACCTGTATGAATTTGA 1515 

MMMMMMMI 

1669 GCTCACTACCACCGA 168 3 



1666 CAACTTTGCCCGCACAGGAAACCCCAATGATGGGAATCTGCCCTGCTGGC 1715 

MM II IN 1 1 IMIIIM 1 1 III (III I MM 

1684 GAAACCCCAATGATGGGAATCTGCCCTGCTGGC 1716 

1716 CACGCTACAACAAGGATGAAAAGTACCTGCAGCTGGATTTTACCACAAGA 17 65 

M f ! 1 1 1 1 1 1 1 1 1 i I M M f 1 1 1 1 1 ! j I !! 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

1717 CACGCTACAACAAGGATGAAAAGTACCTGCAGCTGGATTTTACCACAAGA 17 6 6 
17 66 GTGGGCATGAAGCTCAAGGAGAAGAAGATGGCTTTTTGGATGAGTCTGTA 1815 

I INI I Mill MM Mill 1 1 1 III II II II MM II III I MM II II 

17 67 GTGGGCATGAAGCTCAAGGAGAAGAAGATGGCTTTTTGGATGAGTCTGTA 1816 

1816 CCAGTCTCAAAGACCTGAGAAGCAGAGGCAATTCTAAGGGTGGCTATGCA 18 65 

M I M II IMIIIM I Mill 1 1 III II Ml I MM II III II III MM 

1817 CCAGTCTCAAAGACCTGAGAAGCAGAGGCAATTCTAAGGGTGGCTATGCA 18 66 

18 6 6 GGAAGGAGCCAAAGAGGGGTTTGCCCCCACCATCCAGGCCCTGGGGAGAC 1915 

M MM II III 1 1 II II MM II III MM I Mill Mill Mill MM 

18 67 GGAAGGAGCCAAAGAGGGGTTTGCCCCCACCATCCAGGCCCTGGGGAGAC 1916 

1916 TAGCCATGGACATACCTGGGGACAAGAGTTCTACCCAAGGGCGAATTCGT 19 65 

M MM M MM MINIUM MM MM M MM! Ml II 

1917 TAGCCAIGGACATACGTGGGGACAAGAGTTCTACCCA . . .CCCCA. . . GT 19 60 
1966 TTAAACCTGCAGGA. CTAG 198 3 

Ml I MINIM II ■ 

19 61 TTAGAACTGCAGGAGCTCCCTGCTGCCTCCAGGCCAAAGCTAGAGCTTTT 2 010 
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FIG. 8B 



Tissue 18903 MEAN p2M803 MEAN 8 Ct Expression 
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